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Position effects on gene expression 46 
Prentis, Steve 90 
Primase 198 
Primates, evolution 243 
Prion 117 
Promoters/enhancers 125, 333 
albumin gene 122 
Drosophila glue gene 289 
Drosophila white gene 43 
immunoglobulin genes 121 
myconcogene 48 
nuclear oncogenes 145 
tissue-specific 121, 306 
Protein kinase 
homologue in Drosophila 70 
oncogene products 334 
Proto-oncogenes 
Drosophila 69 
expressioninspermatogenesis 354 
nuclear 145 
role in pattern formation 269 
Protoplasts 
tobacco, gene transfer (tt) 176 
yeast, preparation (tt) 176 
Protozoans, ciliated 235 
Prp proteininscrapie 117 
Pseudoautosomalregion 255 
recombinationalhotspot 10 
Pseudogenes, chicken immunoglobulin 
genes 250 
Puffing of chromosomes 288 
Pulsed field gel electrophoresis 
(PFGE) 36, 167, 174, 181 


Quantitative trait locus, maize 221 
quiverer mutation, mouse 75 


Rabbit, transgenic 66 
Radiation 
geneticrisks 152 
ultraviolet 196 
raf (c-raf) oncogene, homologue in 
Drosophila 69 
ras oncogenes 
homologues in Drosophila 69 
selectable markers in chromosome- 
mediated genetransfer 117 
targeted expression in transgenic 
mice 306 
Recombinant inbred (RI) lines, 
maize 220 
Recombinase 
bacterial 262 
eukaryotic 10,11 
Recombination 
alpha satellite DNA 196 
anddisease 183 
chickenimmunoglobulin genes 251 
DMDlocus 36 
fragile sites 276 
homologous 120, 174 
hotspots 7 
hypervariable minisatellites 9 
immunoglobulinloci 11, 251 
mouse MHC 107 
Netsseria gonorrhoeae pilin 
genes 321 
RNA viruses 60 
site-specific, inbacteria 262 
Regulatory genesindevelopment 123 
Repeated sequences 
alpha satellite 192 
inbacteria 226 


L1 180 
minisatellites 9, 89, 305 
Reprogramming in embryonic 
development 23 
Restrictionenzymes 167, 342 
Restriction fragment length 
polymorphism(RFLP) 305 
livestock animals 67 
maize 217 
Restriction site creation (tt) 2 
Retrovirus 334 
insertional mutagenesis 162 
replication 200 
vector 120 
Reverse transcriptase 200 
RFLP, see Restriction fragment length 
polymorphism 
Rhizobium leguminosarum, nod 
proteins 63 
rho-dependent termination 228 
Rhythm genes 185 
Ri plasmid, transformation of alfalfa 
(tt) 233 
Ribosomal proteins 236 
chloroplast 283 
Drosophila 347 
Ribosome 
synthesis in Drosophila 347 
transcription attenuation 357 
rRNA (ribosomal RNA) 236 
chloroplast genes 283 
Drosophila 347 
mitochondrial 337 
sequence divergence 244 
RNA polymerase 
bacterial 356 
chloroplast 286 
eukaryotic 121 
mitochondrial 337 
RNA viruses 60, 199 
Rodents 
cranial neural crest cell 
migration 257 
evolution 243 


Saccharomyces cerevisiae, see Yeast 
Salivary gland chromosomes, 
Drosophila 288 
Salmonella typhimurium 
palindromicunits 226 
site-specific in version in flagellin 
genes 262 
Satellite DNA 9, 89, 192, 305 
Scent, geneticsof 97 
Scrapie 57,117 
Segmentation genes, Drosophila 127, 
270 
Seminiferoustubules 351 
Seniledementia 59 
Sertolicells 351 
Sex determination 
C. elegans 326 
livestock 66 
mammals 252 
use of biotinylated Y-specific probe 
(tt) 64 
Sex ratio, controlinlivestock 66 
Sheep 
embryo manipulation 65 
nuclear transfer 24 
transgenic 66 
Shine-Dalgarno sequence 237 
shiverer mutation, mouse 74 
Shuttle vectors, use in mutation 
analysis 295 


Silver staining to detect mitochondrial 
DNA variation (tt) 64 
Slime mould 
Dictyostelium discoideum 174 
Physarum polycephalum 208 
snRNPs (small nuclear 
ribonucleoproteins) 103 
Somatic genetherapy 112 
SOS response, E. coli 51 
Southern analysis on small numbers of 
cells (tt) 273 
Spermatogenesis 
effect ofionizing radiation 152 
geneexpression 351 
mammalian 23 
Spheroplasts, storage (tt) 148 
Spliceosome 103 
Splicing 102 
alternative 48 
immunoglobulin genes 238 
mitochondrial 339 
trans-splicingin chloroplasts 286, 
337 
src (c-sre) oncogene, homologue in 
Drosophila 69 
Steroid sulphatase 252 
Streptomyces, viomycin 
phosphotransferase selection 
(tt) 240 
Superoxide, impaired production in 
chronic granulomatous 
disease 149 
Suppressors 
C. elegans 325 
informational 237 
SV40 
Tantigen 146 
enhancer 333 


T-cellreceptor(TCR) 14 

ontogeny of gene expression 132 

Vgamma genes 271 
T/tlocus, mouse 124, 353 
T-celltumours 14 
Testis-determining factor(TDF) 252 
Tetrahymena 

DNArearrangement 235 

mitochondria 337 

splicing 105 
TF transcription factor 130 
Thymus, ontogeny 132, 272 
Tobacco 

chloroplast genome 281 

gene transfer into protoplasts 

(tt) 176 

mobilization of Actransposon 334 
Tolllocus, Drosophila 94 
Topoisomerase II 18 
Trans-acting factors 145 

AP-1 333 

bacterial recombinational 


enhancers 265 
chromosome scaffold 21 
CpGislands 346 
cytochrome oxidase genes 339 
Drosophila glue genes 291 
junoncogene 333 
tissue-specific 43,121,125 
Transcription 
active chromatin 16, 346 
andreplication 201 
and splicing 102 
chloroplast 286 
termination, inbacteria 227, 356 
tissue-specific 121, 238, 344 
Transforming growth factor (TGF) B, 
homology to Drosophila Hind 
product 96 
Transgenic animals inagriculture 66 
Transgenicmice 66 
embryotransfer (tt) 332 
immunoglobulin gene 
rearrangement 205 
insertional mutagenesis 162 
targeted expression of 
oncogenes 306 
Translation 236, 356 
chloroplast 283 
mitochondrial 339 
Translational control 
Neisseria opacity protein 
expression 322 
protamine gene expression 353 
Translocations 
B-A, inmaize 220 
B-andT-celltumours 11, 50 
Duchenne and Becker muscular 
dystrophy 33 
radiation-induced 152 
Transposable elements 
Drosophila 85, 87 
maize Acelement 334 
Tcl transposoninC. elegans 222 
Transposon tagging 
C. elegans Tcltransposon 224 
Drosophila white gene 43 
maize Acelernent 335 
Trisomy 
DownSyndrome 154 
radiation-induced 153 
tRNA 
C. elegans tRNA!®? gene 327 
organelle 283, 337 
role in transcription attenuation 356 
Tumour suppressor genes 39 
Tumours, tumorigenesis 
B-and T-cell 11 
genetic, inXiphophorus 38 
glycosylation 81 
int-l oncogene 269 
suppression of MHC gene 
expression 298 
transgenic mice 306 


Ultradianrhythms 185 

Ultraviolet light, mutagenic effects 296 

unc mutants, C. elegans 222, 325 

Unconventional slow virus 117 

Upstream element, see Promoters/ 
enhancers 

Uvomorulin 213 


Variegating position effects 46 
Virulence, plant fungal 158 
Virus, RNA 60 
Virus-associated cancers 299 


Western blots, erasure (tt) 148 
white gene, Drosophila 43 
Wilms’tumour 181 

wingless mutation, Drosophila 269 


X chromosome 

CGDlocus 149, 207 

CpGislands 345 

dosage compensation 45, 229, 252 

DMDlocus 33 

Drosophila 44, 138 

evolution 252 

fragile sites 274 

inactivation 253, 279, 342 

mouse 74, 100, 120 
X-linkeddisease 183 

chronic granulomatous disease 149, 

207 

Duchenne muscular dystrophy 33 

Lesch-Nyhan disease 119, 162, 293 
Xenopus laevis 

maturing and fertilizing oocytes 

(tt) 240 

TF IJAtranscription factor 130 
Xeroderma pigmentosum 296 
Xiphophorus 38 


Y chromosome 
evolution 252 
recombination hotspot 10 
roleinchemosensory identity 100 
Yeast 
artificial chromosome, for 
cloning 173 
cellcycle 145 
GCN4 transcription factor 333 
matingtype 123 
mitochondrial genes and 
mutants 337 
preparation of protoplasts (tt) 176 
rRNAsynthesis 236 


Zea mays, see Maize 
zeste gene, Drosophila 44 
Zygote 
maize 3 
mammalian 23 
Zygotically active genes, 
Drosophila 92,127 
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